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1 Summary
Sea Lice Research Centre (SLRC) was officially opened by Minister of Fisheries and Costal
Affairs, Lisbeth Berg-Hansen on the 9th of September 2011. At this date the contract between
the Host institution and the Research Council was signed by Sigmund Grønmo and Eirik
Normann (Figure 1). This also marked the transition from a period of negotiations between
partners that resulted in a consortium agreement and followed by a period of recruitment of
personnel and initiation of the planned activities outlined in the project description.

Figure 1. The contract signed by Eirik Norman and Sigmund Grønmo at the official opening
of SLRC.
After the Research Council sent out a press release, where the new SFIs were announced,
expectations for SLRC has been mounting up. This was also reflected in all the media
coverage of the SLRC.
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2 Vision and objectives
The Sea Lice Research Centre aims at becoming world leading on research on salmon louse
and similar parasites. The nature of the centre will facilitate development of new methods for
lice control and shorten the time from basic research to new products and tools for parasite
control in the aquaculture sector to achieve a true integrated pest management in the future.
SLRC objectives
•
•
•
•
•
•
•
•
•
•

New medicines and resistance monitoring & control methods (WP 1)
Anti-attachment diets (WP 2)
Immune controls (specific & nonspecific) (WP 3, WP 4)
RNAi gene techniques for research tool development and future controls (WP 4)
In depth knowledge of the molecular biology of growth, reproduction and endocrine
systems in sea lice (WP 4)
Annotated genome sequence linked into an integrated database containing
experimental data (WP 5, LiceBase)
Updated microarray and other molecular tools (WP 3, 4, and 5)
Larval detection and assessment techniques (WP 4)
Sea lice facility (naïve lice population, challenge facility, etc) (WP 6, LiceLab)
Development of true integrated pest management techniques for industry (Part V)

3 Research Plan and Research Strategy
A research strategy and research plan is outlined in the project description for SLRC and this
has been followed in the early phase (i.e. for this first year plan).
Control of sea lice in Norway and other countries is to a large extent based on a few types of
chemotherapeutics. The last successful release of a new medicine was over 11 years ago with
the introduction of emamectin benzoate (SliceTM, Schering-Plough Animal Health). Due to
emerging development of drug resistance new control measures are needed. Future sea lice
control should be based on an extended set of tools, in addition to the classical use of anti-sea
lice chemotherapeutants.
The current organisation of SLRC into six WPs reflects the research strategy and the overall
aim to develop new sea lice control tools. In the SLRC the entire life cycle of the salmon
louse is included in our research strategy to generate knowledge relevant for future lice
control measures. This is also visualised in Figure 1 that displays how our research strategy is
included into a future integrated sea lice control system.
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Figure 2: Overview of how SLRC will develop a system of integrated lice control in order to
attack sea lice in different parts of the life cycle with different tools (numbers 1-5). Medicines
can remove all parasitic stages and a future RNAi control methods may do the same. WP 4
focuses on lice biology and will aim the research at three key transitions (I-III) to facilitate
innovation for an integrated control system for sea lice. The developed tools for control and
new biological knowledge will contribute to integrated pest management (IPM) for the
farming industry. The SLRC will contribute to the establishment of a working group to
implement this in the industry during the first year after establishment. This will ensure that
the entire aquaculture industry will benefit from the SLRC.
Infrastructure for research and innovation
SLRC will develop and run two infrastructure resources to facilitate the research and
innovation. LiceLab will be the wet-lab facility where different lice strains will be maintained
and where special designed laboratories for sea lice experiments will be established and
maintained. The salmon louse genome has been sequenced and is currently assembled for
annotation. LiceBase will be an integrated database where the genomic information and the
annotated genome will be integrated with functional data obtained through various
experiments. This will not only facilitate the research but will also be a tool for innovation.
New chemotherapeutants and resistance
The emerging resistance to current sea lice medicines demands new types of
chemotherapeutants in the near future. Hence, an important part of the activity in SLRC will
be to generate knowledge to facilitate development of new types of sea lice medicines. A key
part of this will be to establish a precise method to measure the total effect a given compound
has on the entire lice life cycle (WP1). By understanding the molecular mechanisms behind
drug resistance, it will be possible to develop new accurate high through-put methods for
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diagnostics of resistant lice. The salmon louse genome sequence will be a very important
resource to facilitate the identification of key mutations in drug resistant lice.

Host parasite interactions
Ectoparasites have developed a range of strategies to handle the host immune system. A
common strategy for many parasites is to modulate/manipulate host response actively by
releasing a set of specialized molecules. Thus, an important issue is to understand how the
host is reacting to the parasite and utilise this to reduce parasite fitness - this is a main activity
in WP3. In addition, it is crucial to understand how the parasite is interacting with the host.
By identifying what genes that are activated upon entrance on a suitable host, a set of new
control targets will be available. This is among the topics for WP4. Salmon louse is specific
for salmonids and this means that the parasite has evolved a system where a suitable host can
be recognised. Salmon specific molecules can be used to stimulate salmon louse larvae to
identify those that trigger specific behavioural responses to identify key molecules the
parasite utilise for host recognition (WP2). These signals can then be manipulated (e.g. by
feed additives) to reduce establishment rate of the sea lice.

Molecular parasitology
All potential control targets (e.g. drugs, vaccines) are encoded in the salmon louse genome
and the sequenced and annotated genome will be a key resource for identifying new points for
sea lice control. The salmon louse has ~22000 genes, and to identify those that are useful as
commercial sea lice control targets is a huge task. We have previously established RNAi in
the salmon louse, and RNAi based knock down of a given gene can be regarded as a
simulation of a potential drug or a vaccine targeting a particular gene. To evaluate all salmon
louse genes by this approach is not possible with the current resources. By using information
on when and where a given gene is active, the list of interesting targets can be reduced.
Furthermore, linking genes to a biological process will also be helpful for selection of good
targets. Potential key steps (early infection phase (i.e. copepodids), production and maturation
of gametes, endocrine and exocrine systems) in the salmon louse biology will be a particular
focus. SLRC has strong knowledge in genomics and functional genomics and this expertise
will be highly relevant to the study of a large number of genes or gene products. This will also
be a facilitator to select candidate genes for RNAi evaluation and the ambition for SLRC is to
screen 500 targets (see Figure 2). The combination of large scale screening, and to focus
research on a few key steps in the salmon louse life cycle will facilitate research and create
the foundation for innovation.
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Figure 3: Simplified overview of our strategy to identify and evaluate new salmon louse
treatment targets through RNAi screening. Candidates may be identified directly from the
annotated genome or from research in any of the WPs. Depending on phenotype and
localisation of the candidates, different ways of exploration is possible.

Knowledge and experimental approach to facilitate innovation
All WPs in SLRC will generate new basic knowledge about the salmon louse and through
these activities, experimental procedures and approaches will be extended. Since all potential
treatment targets will be present in the salmon louse genome, identification and efficient
testing of the most relevant candidates will be crucial for innovation. We believe that the
combined effect from detailed knowledge on sea lice biology and state of the art experimental
facilities will result in innovation along several axes (see Figure 4).
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Figure 4: Schematic illustration of the basis for innovation in SLRC. The knowledge
combined with state of the art experimental facilities will lead to innovation on improved sea
lice control (e.g. new medicine, immune control and feed supplements).
Future sea lice control should be based on several different approaches, and SLRC aims to be
central in developing new sea lice medicines, immune control and feed supplement. In
addition, detailed knowledge on resistance mechanisms may lead to new tools for rapid and
accurate assessment for drug tolerance in sea lice.

4 Organization of SLRC
SLRC is organized as described in the project description with 6 work packages (WPs) where
each WP has a responsible WP-leader (see Figure 5). The SLRC board has been appointed,
and the board has had one meeting in 2011. The SAB will be established during 2012.

Figure 5. Organization of SLRC showing the different organizational groups/levels.
SLRC has several partners outside Bergen, both among the academic and industrial partners.
This has to be accounted for when the “centre-feeling” in SLRC will be established.
University of Bergen is the host institution, and all people located in the Bergen area will be
co-located at facilities in the High Technology Centre where both dry and wet-lab facilities
are available. SLRC is organized into six WPs; it is important to ensure that there is a strong
interaction between the different WPs to avoid a centre consisting of six independent projects.
The center leader along with the WP-leaders have a responsibility to make sure that the
ongoing activities in the WPs are cooperating and utilizing each other’s expertise. The SLRC
leader group will be an important arena to develop a strategy and a best possible future for the
SLRC.
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Management activities in 2011
The SLRC started late in 2011, and most of the management activities have been focused on
agreements, budgets issues and the process recruiting PhD s and Postdocs to the centre. A
Kick off for the SLRC will be arranged in February 2012.
Cooperation between partners
Scientific cooperation between partners has been in a planning-phase. The centre leader and
the WP-leaders have arranged several meetings with and visits to the industrial partners to
map out joint possibilities and structure for the cooperation. The main scientific cooperation
will start in 2012 when new personnel are hired and the basis for activity increases. Future
plans for mobility and network activities will be essential for cooperation between the
partners.

5 Scientific activities and results
WP1 Chemotherapeutants and resistance
In Norway, salmon louse control has to a large extent been based on chemoterapeutants. Since
emamectine benzoate (SLICETM) was introduced in 1999 no new medicine has been launched
against salmon louse. A main challenge in development of new sea lice medicines have been
limited access to experimental facilities for controlled efficacy studies. In addition, there are
no available standardized protocols for this type of studies in sea lice. A key goal for WP1 is
to develop standardized protocols for drug efficacy studies.
Since 2008 a large increase in the usage of salmon louse medicines has taken place in Norway
(see Figure). One of the reasons for this steep increase from 2008 is the emerging resistance to
previously highly efficient medicines. The proposed activity on drug resistance is a
continuation of previous projects where resistance inducing mutations, up-regulation of
detoxifying mechanisms and changed properties in target proteins for different drugs have
been studied. Hence, another main task in WP1 is to identify and characterise the resistance
mechanisms and to develop efficient and reliable in vitro methods for diagnosing resistant
lice.
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Figure 6: Shows the relation between salmon production (black line) and salmon treated
against sea lice in Norway from 1992 until 2011. From 1992 until 2007 these two curves
follows each other closely. In 2008 a shift occurred when the amount of treated salmon
increased steeply. In 2011, the production was about 1 million tons and a total of 2.7 million
tons were treated.
Some activity was initiated in 2011 and this was related to drug resistance. One activity was
to establish a biochemical method to identify organophosphate resistance based in vitro
inhibition of acetylcholinesterase. This method is now validated and will be used in a
comparative study to compare enzyme activity versus gene expression for different variants of
the genes encoding acetylcholinesterase in the salmon louse. Collection of material for this
study has started and will continue in 2012. The real time PCR assay for the different genes
will be at the individual level as described in Figure 7.

Figure 7: Salmon louse will be cut into two pieces where one half can be used for biochemical
assays and the other half for molecular assays.

Based on results from a study where pyretroid resistant and sensitive lice where crossed a
clear pattern of inheritance of the resistance properties was discovered. Based on this, several
candidate genes were selected and sequenced to identify any mutations unique for the
resistant lice. This revealed several SNPs that seemed to be linked to resistant lice only.
Further validation will be performed in 2012 by collection sensitive and resistant lice from the
field. These results are encouraging, and may enable us to develop a high through-put
diagnostic assay in the near future.
Personnel
A key activity has been to hire postdocs and PhDs for the WP. One PhD and one post doc will
start in March 2012.
Professors Tor Einar Horsberg and Frank Nilsen, and engineer Marit Bakke have been
involved in the work since September.
WP2 Anti-attachment
Background
The sea lice Lepeophtheirus salmonis is a host-specific parasite, as are many other species
within this genus. L. salmonis completes its life cycle only on salmonids. The lice deploy an
invasive frontal filament that is intimately associated with the host tissues. By releasing a
range of immune modulating compounds, they are able to survive the subsequent immune
response from the host. As L. salmonis are not able to suppress and survive the immune
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response from a non-host species, the correct identification of the host is essential for
attachment and survival. The programme will focus on the documentation of host specific
compounds and assess techniques to mask these compounds.
Work completed to date
A range of in vitro systems (Y-tube rheotaxis, frontal filament model) have been used to
assess the effects of host molecules on the behavioural responses of sea lice (both L. salmonis
and C. rogercresseyi). Significant responses have been observed towards these host molecules
for both species.
Masking compounds have been assessed in conjunction with the host molecules, used within
these two in vitro systems. Significant reductions in positive rheotaxis (directional response)
were observed in both lice species with the use of the masking compounds. In addition there
was a significant reduction in the numbers of C. rogercresseyi deploying their frontal filament
when exposed to host molecules, when combined with masking compounds. Further work is
needed to develop an effective frontal filament assay against L. salmonis.
The masking compounds were effectively incorporated into feed pellets and administered
orally. Initial challenge studies have been conducted for L. salmonis and C. rogercresseyi.
Data is currently being assessed. These results are in the process of being documented and
submitted for publication. Data will be presented at the sea lice conference in May 2012.
Personnel
Key Personnel: Senior research scientist Simon Wadsworth
Stanko Skukor has been recruited as Postdoc and will fill the post in May 2012.
WP3 – Immunomodulation of the host
The goal for this work package is to understand the mechanism of interaction between sea lice
and Atlantic salmon during sea lice infestation.
During the first 4 months of the project the focus of the activities have been –
a) Experimental challenge of Atlantic salmon postsmolt, small-scale
o Sampling of material for histological analysis
o Examination of local responses to the infection in skin samples
b) In vitro modulation using synthetic PGE2 and co-stimulation with LPS
o Studies to assess possible modulation by use of PGE2 (down regulation of
responses to LPS)
c) Identification of the PGE2 receptor of salmon macrophage cells (TO cells)
o Cloning of the EP4 receptor
o Obtain sequence information
o Comparison of salmon sequences with other available sequences
Results
a) We have successfully performed a challenge experiment and collected samples
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b) Shown that infected fish mount a moderate inflammatory response at site of infection.
More detailed analysis to be completed.
c) Stimulation studies indicate modulation using PGE2 but additional dose-response
studies have to be carried out and additional (TLR) ligands should be tested.
d) Initial cloning of EP4 has been performed and initial sequencing results indicate
difference from previously published results in teleosts. Recloning to confirm data
ongoing.
Personnel
Key Personnel: Professor Øystein Evensen
Research scientist: Tz-Chun Guo, employed since 9 September 2011.
WP4 Molecular parasitology – the basis for novel treatment methods
Detailed knowledge about the salmon louse at the molecular level will be a key foundation to
develop new ways for parasite control in the future. In WP4 the parasite is the main focus and
through unraveling the salmon louse biology at the molecular level new points for attaching
the lice will be identified.
The activities in WP4 will be along 3 main lines, and includes copepodid biology, the
endocrine and exocrine systems and reproduction/production of gametes. The research in
WP4 builds on and is an extension of previous projects on salmon louse conducted by PIs in
SLRC. Hence, some of the activity in WP4 will be a continuation of previous projects and this
is particularly reflected in the first few months after initiating SLRC.
During the first 4 months of SLRC activities has been on:
1. Full length sequencing of a set of key genes (E75, E74, EcR, DHR38)
2. Analysis of a microarray experiment on parasitic copepodids
3. Writing up an extensive manuscript on a nuclear hormone receptor (LsRXR) in the
salmon louse (submitted during spring 2012)
4. Participation in the sequencing, assembly and annotation of the salmon louse genome.
1. As a preparation for the start-up of the PhD candidates to be hired in the project, we have
isolated mRNA from male and female lice, and isolated cDNA for selected genes that we
consider highly relevant for the first period of work for the students. Furthermore, we have
tested recombinant production of one of the proteins in bacteria with success. This initial
work has revealed that several of the genes give mRNA with variable length and composition,
including differences between male and female lice.
2. As a continuation of a finished project analysis of trancriptomical changes in copepodids
after entrance on the host has been followed by a salmon louse microarray. By this approach it
is possible to see how genes are regulated when the salmon louse attaches the host and
becomes a parasite. From previous studies we know that copepodids spend 7 days on the host
before they moult into chalimus I (at 10 C). There is a large change in the transcriptome from
free-living copepodids (Day 0 in Figure 8) and until they are ready to moult into chalimus I
(Day 6 in Figure 8). A key sign that the moulting process is initiated is up-regulation of
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cuticula proteins and some enzymes involved in modulation/re-cycling of the old cuticula
(See Figure 9). This up-regulation is evident 3-4 days post infection.

Figure 8: CA-plot from the microarray analysis from copepodids during the parasitic phases.
Day 0 is the sample taken at infection and Day 6 is the sample taken 6 days post infection.
The circles represent the different samples taken during the 6-day period in a counter clock
wise manner. Day 0 and Day 6 are on opposite pointing vectors, and shows the large
difference between the samples in terms of transcriptomes.
The final part of the moulting process is a consequence of several other earlier events for the
parasitic copepodids. We know that the chalimus I cuticula is a product of energy/nutrients
obtained by the copepodids after they attach to the host, and that copepodids do not settle on a
non-salmonid host. This means that there is an active sensory period where the copepodids are
able to recognize the host before they decide to settle. To understand this early sensing, and
the consequences of a “positive” signal will be an important goal for the first year of activity
in WP4.
3. Ecdysteroids (most commonly E20) is the only steroid hormone in arthropods. E20
signaling is typically mediated by a heterodimeric nuclear receptor complex that binds to gene
promotors to enable transcription. E20 is involved in regulating early development and
growth, moulting and reproduction in arthropods. The LsRXR has a crucial role in regulating
reproduction in female salmon louse and has a similar role as seen in a range of other
arthropods. When LsRXR was silenced by RNAi basically no normal lice larvae were
produced. This clearly demonstrates that interfering with the E20 signaling can block the L.
salmonis life cycle.
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E20 signaling will be an important part of the activities in WP4 and the LsRXR study clearly
demonstrate the potential of approaching this pathway for future sea lice control, either in the
form of new medicines or vaccine targets.

Figure 9: Real time PCR analysis of two cuticula proteins and a putative moulting fluid
carboxypetidase during the early parasitic period. A marked up-regulation of the cuticula
related proteins is evident at day 3 post infection (carboxypeptidase) and day 4 (cuticula
proteins.
4. The SLRC participates in the salmon louse genome sequencing project both as a co-funder
and through participation of several senior scientist from the Centre. The annotated genome
and associated resources will be highly relevant for the activity in WP4. In silico
identification of candidate genes and other data mining, will efficiently save time and
resources. The preliminary genome assembly has so far proved very useful for identification
of candidate genes for further studies.
Personnel
Key personnel: Professors Rune Male, Frank Nilsen and Sindre Grotmol, senior scientist
Sussie Dalvin.
Post doc Christiane Eichner has been employed from September 2012.
From the first half of 2012 3 post docs and 3 PhDs will be in place on WP4 in addition to 2
engineers (Heidi Kongshaug and Wenche Telle.

WP5 Lice Base
Since the upstart of the LiceBase project in September 2011, the foundation of the project
regarding data acquisition and hiring of scientific personnel have been laid. We were able to
fill a full position for a post-doc and a 50% position for a scientific programmer. The
assembly of the genome sequence is being performed in collaboration with the IMR and the
EBI. The EBI was contracted to perform comprehensive genome annotation, including gene14

prediction and functional annotation. So far, the annotation pipeline 'maker' has been run on a
draft assembly of the genome sequence and the data has been provided to the community. In
addition, transcriptome sequencing data from various developmental stages of L. salmonis
have been acquired. Quality assessment of the draft genome, annotations, and RNAsequencing data are still an ongoing task.
With respect to the implementation of a central software resource that will become LiceBase,
we have entered the specification phase. This will result in a white-paper describing the
requirements for the database. See Figure 10 for an illustration. Existing software systems that
can potentially become part of the implementation such as the GMOD tools and eSysbio have
been evaluated. We have also evaluated whether existing hardware at CBU is sufficient to
host a large genome database. In conclusion a substantial investment into database hardware
will be required to operate LiceBase.
Summary:
• hired a post-doc
• hired a programmer
• contracted EBI for doing the genome annotation
• initiated a specification analysis for LiceBase
• established and overview of existing software tools as candidates for use with the task e.g.
GMOD, eSysbio
• investigated the available data
• quality assessment of the draft genome, annotation, and RNA-seq data

Figure 10: Schematic representation of some aspects of the functionality of the LiceBase
resource under development. Internal users (left-hand side) will through secure login have
access to within-centre resources including support for data storage, sharing, and analysis
pipelines. External users (right-hand side) will have access to public data including the
genome, functional data relating to the different life stages and body parts of the lice, and
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results from the analyses performed in the centre-internal part of LiceBase (indicated with an
arrow).
Personnel
Key personnel: Professor Inge Jonassen
Post doc Michael Dondrup will be employed from January 2012.

WP6 LiceLab
The core facility of the Lice lab is situated at the ground floor in the southern end of the High
Technology Centre in Bergen (HIB). It comprises 5 wet laboratories and a laboratory with
microscopes etc. to document and pre-process lice samples.
Laboratory development
The main activities in 2011 have been to prepare the wet labs to suit our requirements (new
water supply etc.), and to prepare a plan for optimal use of the available area. This includes
development and testing of prototypes of tank units and incubators. The preliminary floor
plan is depicted in Figure 11.

Single fish tanks, n=30

Dry laboratory
with microscopes,
cameras etc.

Lab 2: 14,9 m2
Shelf-tanks (100 l), n=12

Hatchery

Lab 3: 7,7 m2
Single fish tanks, n=30
500 l
tank

Lab 1: 16.8 m2
Lab 4: 7,7 m2
Single fish tanks, n=30
500 l
tank

Lab 5: 11,5 m2

Figure 11: Floor plan for the sea lice wet laboratories
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Single-fish tanks
Single-fish tanks are primarily used to study the effects of RNAi, vaccines and drugs on
mobile stages of sea lice. By this approach we avoid host change and the highly variable
unspecific loss of lice taking place in ordinary fish tanks and we reduce fish usage. A new
single-fish tank rack with larger tanks and new solutions on filtering and flow of water
through the system (Figure 12) has been built. Testing commenced in January 2012. All the
units of the single fish tank system were built in a way that allow for an easy switch between
two tank systems see section below.

Figure 12: New single fish tank system
Shelf-tanks
Shelf-tanks have a volume of about 100 liters and fit into the shelves used for the single fish
tanks. They can hold about 4-6 fish which is a suitable amount of fish to maintain a strain of
lice. This way it is possible to maintain 12 strains of lice along a 4 meter wall, and gives a
flexible system where we can switch between single-fish tanks and shelf tanks depending on
the experimental needs. A prototype has been built (Figure 3), tested and found to operate
satisfyingly. Prices and alternative solutions for building the tanks have been received.
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Figure 13: Shelf-tank prototype
Hatchery
In order to meet the requirements for incubator capacity, new and smaller incubators have
been developed and tested. The design plan of the new hatchery allows for several types of
incubators, but if used only for the small incubators it can hold a maximum of 1600
incubators, each with separate water supply. A simple prototype of the new incubator and
water supply is shown in Figure 14.

Figure 14. New incubators for incubating egg strings from individual
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Large fish tanks
The production of lice required for research will take place in normal 500 liter fish tanks
(1x1m2). For this purpose we have bought 10 tanks with large polycarbonate windows in
front.
Experimental work and lice strains
During fall 2011, salmon lice were cultured in altogether 23 tanks located at ILAB (n=18) and
at the Institute of Biology (n=5). 13 tanks were used to culture lice determined for RNAi
screening, molecular biological and histological work taking place in the first part of 2012.
We also maintained 6 strains of lice (Ls1a, Lsrr, LsGulen, LsAustevoll, LsBjugn and
LsFrøya) in this period.
Personnel
Key personnel: Senior Engineer Lars Hamre
Technician Enrique Peres
A full time technician will be employed in 2012.

6 International Cooperation
Sea Lice Research Centre has been presented at several international meetings in 2011.
The centre leader has been invited to 2 meetings in Scotland to give an overview of SLRC.
In addition, the SLRC was presented at the science week in Berkley 2011.
The international activities will be intensified in 2012 to begin the establishment of an
international Network for the centre.

7 Recruitment
The gender aspect in SLRC is in accordance with the strategy outlined in the project
description. The SLRC board has > 40% females (i.e. 4 of 9 members are females) and
satisfies the requirements for female-male ratio.
The principal investigators (PI) in SLRC were given in the project description and currently
there is one female PI (i.e. dr. Sussie Dalvin). For the total personnel financed by the centre
budget in 2011, 2/5 is female and 3/5 is male.
The process of recruiting personnel for the SLRC started in connection to the start date for the
centre. Announcements for PhDs and postdocs have been made, and most fellowships will
start in January - March 2012. The recruitment plan is as follows:
All WPs are in the process of recruiting people for various positions and some people are
already hired.
A project manager for the SLRC and Ingunn Wergeland will start 2 January 2012. She will be
responsible for administrative duties at the SLRC, and be an important contact between all the
partners in the centre.
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WP1: Recruiting in progress, one PhD-student and 1 postdoc starting by 1 March 2012. A
technician will be hired from 1 January.
WP2: Hiring of a postdoc scientist is in progress, estimated start in April/May 2012.
WP3: One post-doctoral scientist hired from September 2011. Hiring of a PhD-student and
postdoc is in progress, estimated start in April/May 2012.
WP4: Hiring in progress, 1 PhD-student and 1 postdoc plan to start 1 February 2012. Hiring
of 2 PhD-students and 1 post-doctoral scientist are in progress, estimated start will be autumn
2012.
WP5: 1 post-doctoral scientist hired, start 1 February 2012.
WP6: One technician hire on hourly based salary in 2011, a technician will be hired during
winter/spring 2012.

8 Communication and dissemination activities
Several presentations of the SLRC have been made since the announcement of the SFI.
Mostly in Norway, but also in other countries, e.g. UK and the US. From the official opening
of the SLRC, there is around 10 press coverages of the centre in different newspapers.
As results from research activities will start in 2012, the management of the centre has made
plans for further communication of the founding trough different media to both the scientific
environment and general public.
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Appendix 1 Personnel
Key Researchers
Name
Frank Nilsen
Sussie Dalvin
Rune Male
Tor Einar Horsberg
Øystein Evensen
Simon Wadsworth
Inge Jonassen
Lars Hamre

Institution
UiB
IMR
UiB
NVH
NVH
Ewos
UiB
UiB

Main research area
WP1, WP4
WP4, WP6
WP4
WP1
WP3
WP2
WP5
WP6

Postdoctoral researchers with financial support from the Centre budget
Sex
Name
Nationality
Period
M/F
Topic
Christiane Eichner
German
9.9.2011-1.5.2013 F
WP4
Taiwan,
Tz-Chun Guo
PRC
9.9.2011-8.9.2016 F
WP3

Master degrees
Name

Sex
M/F
F

Ewa Harasimczuk

Technicians with financial support from the Centre budget
Nationality
Period
Sex
Name
M/F
Lars Are Hamre (50%)
Norwegian 1.9.2011-31.8.2016 M
1.9.2011Enrique Perez, part time Norwegian 31.12.2011
M

Topic
WP4/WP6

Topic
WP6
WP6

Technicians working on projects in centre with financial support from other sources
Nationality
Period
Sex
Topic
Name
M/F
Lars Are Hamre (50%)
Norwegian 1.9.2011-31.8.2016 M
WP6

Administrative personel with financial support from the Centre budget
Nationality
Period
Sex
Topic
Name
M/F
Frank Nilsen
Norwegian 1.9.2011-31.8.2016 M
Centre Leader
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Appendix 2 Statement of Accounts
(All figures in 1000 NOK)

Funding
The Research Council
University of Bergen
MRI
NVH
Enterprise partners*
Public partners*
Total

Amount
1 418
297
114
123
1 027
2 980

Costs
The Host Institution (name)
Research Partners
Enterprise partners
Public partners
Equipment
Total

1454
499
1027
0
0
2980

*Give names for each group of partners
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Appendix 3 Publications
The SLRC started the activity 01 September 2011, and there has only been one
publication as scientific result in 2011.
1. Nilsen, F. 2011. Sea Lice Control. Public Service Review: European Union: 22: 290-291.
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